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4.<110> APPL/CANT: OlcJ f Schneev/ i.tiO 

5 Scirk.is Madman i. an 

6 GwPA'i Liu 

7 Hitnq Tori -That 

9 <"120> TITLE OF TriVEMTrOM; TDfilNTIFlCATTON OF SORTASK GfiWR 
12 <1 3 0 > FX LF. mCFERKU ar. : 510015.2 .1 3 
W--> 13 <14 0> CURRENT APPLICATION NUMBER: US/09/2 9 2,4 3 7 

14 <141> CURRENT FILING D ATC: : 1^)99-04-15 
16 <16 0> NUWBl^R OF SEQ ID MOS : 30 

18 < 1 7 0 > S 0 F TW ARE : Fas t S PJQ for W 1 n dov/s Version 3.0 

20 <2iO> SEO ID NO: 1 

21 <21l> LENGTH: 5 

22 <212> TYPE; PRT 

2 3 <213> ORGANI-SH: Bacteria 

2 5 <22 0> FEATORE: 

2 6 <22 3> NAME/KEY; Unsure 

2 7 <22 2> LOCATION: 3 ^ 

28 <22 3> OTHER INFORHATiOM : Any t iira 11 y - occurr iiKT amino acid 
30 <4 0 0> SEQUENCE: I 
W--> 31 Leu Pro xaa Thr Gly 
32 1 • 5 

3 4 <210> SPJO 10 NO: 2 
3 5 <211> LENGTH: 6 21 

3 6 <212> TYPE: DNA 

37 <213> ORGANISM: Staphylococcus aureus 

3 9 <4 0 0> SEQUENCE: 2 

4 0 atq aaa aaa tgq aca a at: cga tta a tig aca ate get ggt gtg qta ctt 4 8 
41 MeL Lys Lys Trp Thr Asn Arg Leu Mot Th.r' lie Ala Gly Val Val Leu 

'12 1 5 10 J. 5 

4 4 ate eta gtg gca gca tat ttg ttt qct aaa eca cnt ate gat aat tat 96 

4 5 lie Leu Val Ala Ala Tyr Leu Phe Ala Lys Px^o His lie Asp Asa Tyr 

4fi 20 25 30 

■V3 cl't cac gat aaa gat aaa gat gaa aag aLt gaa caa tat gat ciaa ciat. .144 

4 9 Leu His Asp Lys Asp Lys Asp Glu Lys lie Glu Gin Tyr Asp- Lys Asn 
50 3 5 4 0 4 5 

52 gta aaa gaa eag geq agt aaa tjat aaa aag cag caa get aaa cot caa 192 

5 3 Val T.ys Glu Gin Ala Ser T-ys Asp Lys Lys Glti Glti Ala Lys Pro Gin 
5 4 50 55 60 

5G att cog aaa gat aaa teg aaa gtg gca ggc tat att gaa att eca gat 24 0 

5 7 He Pro Lys Asp Lys Ser Lys val Ala Gly Tyr He Glu He P.ro Asp 
58 65 ' ^ 70 " '75 80 

6 0 qcL gal. <itt aaa qaa coa gta tat oca gga eca 90a aca cct gaa caa 2 88 
6!. A} a Asp Vie Lys Glu Pro Val Tyr Pro Gly Pro Ala Thr Pro Glu Gin 

fi2 85 90 95 

64 tta aat aga ggt gta age ttt gca gaa gaa aat gaa tea eta gat gat 336 

65 Leu Asn Arg Gly Val Ser Phe Ala Glu Glu Asn Glu Ser r^eu Asp Asp 
6G 100 10 5 110 
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qqt 


aat 
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93 <2J.0> SFJJ ID i^lt): 3 

94 <211> LENGTH : 2 05 

95 <212> TYPIil: PRT 

95 <213> ORGANISM: Staphylococcus aureus 

98 <4 00> S rCQU KNCE: 3 

99 Met Lys Lys Trp Thr Asn Arg Leu Met Thr He Ala Gly Val Val Leu 
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<210> SEQ ID 
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<2:il> LENGTH 
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<.2'.l 2> 


• TYPE: PRT 
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<213> Ol^GANlSM: : 


Streptococcus p y oqe n e s 
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<4 0 0> 


- SEQUENCE: 
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TYPE: PRT 
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ORGANISM: Actinomyces iiaesluiidii 
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17H 65 ' 70 75 BO 

179 T^ys Aid Asn Asn Ciu Gly Leu Met Ala Arg Lou Lys He Pr;o Sor 11 o 
iiiO 85 90 95 

AEj. Ser Leu Asp Leu Pro Val Tyr tiis Gly Thr Ala Asp Asp Ihx Leu Leu 



1 



194 



:02 



217 



2 1.4 



100 



105 



110 



iB3 Lys G]y Leu Gly His Leu Giu Gly Thr Sor Leu l^ro Vdl Gly Gly Glu 

181 115 120 125 

185 Gly Thr Arg Se.r Val lie Tlir Gly His Arg Gly Leu Ala Glu Ala Tlir 

186 i:^0 13 5 14 0 

1B7 net Phe Thr Asn Leu Asp Lys Val Lys Thr Gly Asp Ser Leu lie VaL 

188 145 150 . 155 ir,0 

189 Glu Val Phe Gly Glu Val Leu Tlir Tyr Arq Val Tlir Ser Thr Lys Val 

190 165 170 175 

191 Vol Glu Pro Glu Glu Thr Glu Ala Leu Arg Val Glu (^lu Gly Lys Asp. 

192 180 185 190 

19 3 Leu Leu Thr Leu Val T]ir Cys T'hr Pro Leu Gly Tie Asn Thr His Arg 



19 5 



200 



205 



195 He Leu Leu Thr Gly Glu Arg He Tyr Pro Thr Pro Ala Lys Asp Leu 

1^0. 210 215 2 20 

197 Ala Ala Ala Gly Lys Arg Pro Asp Val Pro His Phe Pro Trp Trp Ala 

198 225 ' * 230 235 24 0 

199 Val Gly Leu Ala Ala Gly Leu He Val Val Gly Leu Tyr Leu Trp Arg 

200 ■ 245 250 255 

201 .Ser Gly Tyr Ala Ala Ala Arg Ala Lys Glu Arg Ala Leu Ala Arg Ala 



200 



265 



270 



203 Arg Ala A I. a Gin Glu Glu Pro Glu Pro Gin Thr Trp Ala Glu Gin I-fet. 

.^04 27 5 2B0 2i3 5 

205 Arq Tie Trp Met Asp Asp Asp Ala Gly Val Glu Pro Gin Arg Trp Phe 

206 290 295 300 

20 7 Thr Asp Leu' Pro Val Pro Pro Gin Pro Ser Glu Met Glu Asn Leu Ala 

20fl 30 5 310 315 320 

2 09 Leu Leu Glu Glu lie Ala Ser Leu Ser Ala Pro Ser Gly Arg Trp Asp 

210 325 330 335 

:m Asp Gin Glu Leu Lie Asp Thr Ala Giu He Pro Val Leu Asp Ala Thr 



34 0 



345 



3 50 



213 Arg Pro Ser Ala Gly Thr Ser Gly Arg Thr His Arg Leu 

365 



355 360 ■ 

216 <210> SIlQ id HO: 6 

217 <211> LENGTH: 284 
2 IB <212> TVPE: PUT 

219 <213> ORGAMTSM; Enterococcus taecalis 
2 21 <4 00> SEQUENGE: 6 

222 Met Lys Ser Lys Lys Lys Arg Arg ile He Asp Gly Phe Met H.e Leu 

223 1 5 10 15' 

224 Leu Leu He He Gly He Gly Ala Phe Ala Tyr Pro Phe Val Ser Asp 
22 5 2 0 2 5 3 0 

226 Ala Leu Asn Asn Tyr Leu Asp Gin Gin Ho He Ala His Tyr Gin Ala 

22 7 3 5 ' 40 . 45 

228 Lys Ala Ser Gin Glu Asn Thr Lys Glu Met Ala Glu Leu Gin Glu Lys 
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<211> LilNGTH: 


: 24 f 


























201 


<212> TYPE: PRT 


























262 


<213> ORGANISM: S t.reptococcOs iiiutans 
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<400> SEUOENCE: 7 
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